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<130> FILE REFERENCE: 27129/36226 
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NUMBER OF SEQ ID NOS : 6 
SOFTWARE: Patentln Ver . 
SEQ ID NO: 1 
LENGTH: 1813 
TYPE: DNA 

Homo sapiens 



<160> 
<170> 
<210> 
<211> 
<212> 

<213> ORGANISM: 
<220> FEATURE: 
<221> NAME/KEY: 
<222> LOCATION: 
<220> FEATURE: 
<221> NAME/KEY 
<222> LOCATION 
<4 00> SEQUENCE 



2.1 



ENTERED 



CDS 

(31) . .(1491) 

mat_peptide 
(124) . . (1491) 
1 



caggccttga ggttttggca gctctggagg atg aga gag aac atg gcc agg ggc 54 

Met Arg Glu Asn Met Ala Arg Gly 
-30 -25 
cct tgc aac gcg ccg aga tgg gtg tec ctg atg gtg etc gtc gcc ata 102 
Pro Cys Asn Ala Pro Arg Trp Val Ser Leu Met Val Leu Val Ala lie 

' -20 -15 -10 

ggc acc gcc gtg aca gcg gcc gtc aac cct ggc gtc gtg gtc agg ate 150 
Gly Thr Ala Val Thr Ala Ala Val Asn Pro Gly Val Val Val Arg He 

-5 -11 5 

tec cag aag ggc ctg gac tac gcc age cag cag ggg acg gcc get ctg 198 
Ser Gin Lys Gly Leu Asp Tyr Ala Ser Gin Gin Gly Thr Ala Ala Leu 
10 15 20 25 

cag aag gag ctg aag agg ate aag att cct gac tac tea gac age ttt 246 
Gin Lys Glu Leu Lys Arg He Lys He Pro Asp Tyr Ser Asp Ser Phe 

30 35 40 

aag ate aag cat ctt ggg aag ggg cat tat age ttc tac age atg gac 294 
Lys He Lys His Leu Gly Lys Gly His Tyr Ser Phe Tyr Ser Met Asp 

45 50 55 

ate cgt gaa ttc cag ctt ccc agt tec cag ata age atg gtg ccc aat 342 
He Arg Glu Phe Gin Leu Pro Ser Ser Gin He Ser Met Val Pro Asn 

60 65 70 

gtg ggc ctt aag ttc tec ate age aac gcc aat ate aag ate age ggg 390 
Val Gly Leu Lys Phe Ser He Ser Asn Ala Asn He Lys He Ser Gly 

75 80 85 

aaa tgg aag gca caa aag aga ttc tta aaa atg age ggc aat ttt gac 438 
Lys Trp Lys Ala Gin Lys Arg Phe Leu Lys Met Ser Gly Asn Phe Asp 
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209 lie Thr Cys Ser Ser Cys Ser Ser His lie Asn Ser Val His Val His 

210 130 135 140 145 

212 lie Ser Lys Ser Lys Val Gly Trp Leu lie Gin Leu Phe His Lys Lys 

213 150 155 160 

215 lie Glu Ser Ala Leu Arg Asn Lys Met Asn Ser Gin Val Cys Glu Lys 

216 165 170 175 

218 Val Thr Asn Ser Val Ser Ser Lys Leu Gin Pro Tyr Phe Gin Thr Leu 

219 180 185 190 

221 Pro Val Met Thr Lys lie Asp Ser Val Ala Gly lie Asn Tyr Gly Leu 

222 195 200 205 

224 Val Ala Pro Pro Ala Thr Thr Ala Glu Thr Leu Asp Val Gin Met Lys 

225 210 215 220 225 

227 Gly Glu Phe Tyr Ser Glu Asn His His Asn Pro Pro Pro Phe Ala Pro 

228 230 235 240 

230 Pro Val Met Glu Phe Pro Ala Ala His Asp Arg Met Val Tyr Leu Gly 

231 245 250 255 

233 Leu Ser Asp Tyr Phe Phe Asn Thr Ala Gly Leu Val Tyr Gin Glu Ala 

234 260 265 270 

236 Gly Val Leu Lys Met Thr Leu Arg Asp Asp Met lie Pro Lys Glu Ser 

237 275 280 285 

239 Lys Phe Arg Leu Thr Thr Lys Phe Phe Gly Thr Phe Leu Pro Glu Val 

240 290 295 300 305 

242 Ala Lys Lys Phe Pro Asn Met Lys lie Gin lie His Val Ser Ala Ser 

243 310 315 320 

24 5 Thr Pro Pro His Leu Ser Val Gin Pro Thr Gly Leu Thr Phe Tyr Pro 

246 325 330 335 

24 8 Ala Val Asp Val Gin Ala Phe Ala Val Leu Pro Asn Ser Ser Leu Ala 

249 340 345 350 

2 51 Ser Leu Phe Leu lie Gly Met His Thr Thr Gly Ser Met Glu Val Ser 

252 355 360 365 

2 54 Ala Glu Ser Asn Arg Leu Val Gly Glu Leu Lys Leu Asp Arg Leu Leu 
255 370 375 380 385 

2 57 Leu Glu Leu Lys His Ser Asn lie Gly Pro Phe Pro Val Glu Leu Leu 
258 390 395 400 

260 Gin Asp lie Met Asn Tyr lie Val Pro lie Leu Val Leu Pro Arg Val 

261 405 410 415 

263 Asn Glu Lys Leu Gin Lys Gly Phe Pro Leu Pro Thr Pro Ala Arg Val 

264 420 425 . 430 

266 Gin Leu Tyr Asn Val Val Leu Gin Pro His Gin Asn Phe Leu Leu Phe 

267 435 440 445 

269 Gly Ala Asp Val Val Tyr Lys 

270 450 455 

274 <210> SEQ ID NO : 3 

275 <211> LENGTH: 10 

276 <212> TYPE: PRT 

277 <213> ORGANISM: Artificial Sequence 

279 <220> FEATURE: 

280 <223> OTHER INFORMATION: Description of Artificial Sequence: artificial 

281 peptide XMP.36 5 
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283 <220> FEATURE: 

284 <221> NAME/KEY: SITE 

285 <222> LOCATION: (1)..(10) 

286 <223> OTHER INFORMATION: Positions 1-10 are D-amino acids 

288 <220> FEATURE: 

289 <223> OTHER INFORMATION: The C-Terminus is Amidated 

291 <400> SEQUENCE: 3 

292 Lys Trp Leu lie Gin Leu Phe His Lys Lys 

293 1 5 10 

296 <210> SEQ ID NO : 4 

297 <211> LENGTH: 12 

298 <212> TYPE: PRT 

299 <213> ORGANISM: Artificial Sequence 

301 <220> FEATURE: 

302 <223> OTHER INFORMATION: Description of Artificial Sequence: artificial 

303 peptide XMP.391 

305 <220> FEATURE: 

306 <223> OTHER INFORMATION: The C-Terminus is Amidated 
308 <400> SEQUENCE: 4 

310 Lys Val Gly Trp Leu lie Gin Leu Phe His Lys Lys 

311 15 10 

314 <210> SEQ ID NO: 5 

315 <211> LENGTH: 10 

316 <212> TYPE: PRT 

317 <213> ORGANISM: Artificial Sequence 

319 <220> FEATURE: 

320 <223> OTHER INFORMATION: Description of Artificial Sequence: artificial 

321 peptide XMP.416 
32 3 <220> FEATURE: 

324 <221> NAME/KEY: SITE 

325 <222> LOCATION: (1)..(10) 

326 <223> OTHER INFORMATION: Positions 1-10 are D-amino acids 

328 <220> FEATURE: 

329 <223> OTHER INFORMATION: The C-Terminus is Amidated 

331 <220> FEATURE: 

332 <223> OTHER INFORMATION: 8 -amino-octanyl group; NH2 - ( CH2 ) 7 -CO at N-Terminus 

334 <400> SEQUENCE: 5 

335 Lys Trp Leu lie Gin Leu Phe His Lys Lys 

336 1 5 10 

339 <210> SEQ ID NO: 6 

340 <211> LENGTH: 12 

341 <212> TYPE: PRT 

342 <213> ORGANISM: Artificial Sequence 

344 <220> FEATURE: 

345 <223> OTHER INFORMATION: Description of Artificial Sequence: artificial 

346 peptide XMP.445 
34 8 <220> FEATURE: 

349 <221> NAME/KEY: SITE 

350 <222> LOCATION: (1) 

Use of n and / or Xaa has been detected in the 
Sequence Listing. Review the Sequence Listing 
to ensure a corresponding explanation is present 
in the <220> to <223> fields of each sequence 
using n or Xaa. 
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VERIFICATION SUMMARY DATE: 10/01/2001 

PATENT APPLICATION: US/09/746 , 311 TIME: 15:17:59 



Input Set : C:\Crf3\Datahold\09543955 
Output Set: N:\CRF3\10012001\I746311.raw 

L:ll M:270 C: Current Application Number differs, Replaced Application Number 
L:12 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:369 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 6 
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